antigen and cancer antigens CA-125, CA19-9 and CA724, were higher than normal. Computed 1 tomography suggested bone and peritoneal metastasis. 2 3 On the fifth day of admission, the patient developed a high fever with a temperature of 39.5 o C, 4 and one peripheral blood culture was collected by venipuncture. After a 20-hour incubation, a 5
Gram-positive, rod-shaped bacterium without obvious spore formation ( Figure 1A ) grew in an 6 anaerobic bottle in the BacT/ALERT blood culture system (bioMerieux, Inc., Durham, NC). The 7 organism did not grow in the aerobic bottle. The patient was treated with metronidazole 8 intravenously (0.5g, once a day for 12 days). His temperature returned to normal five days after 9 the antibiotic therapy and maintained between 36. The isolate (0910-06083) was sub-cultured on a blood plate anaerobically and on a sheep blood 14 agar plate aerobically. Two days later, gray-white smooth, non-hemolytic colonies with unequal 15 sizes were observed only on the anaerobic blood plate ( Figure 1B) . Gram stain of a purified 16 colony revealed Gram positive, rod-shaped bacterium, with ovoid-shaped spores located at the 17 sub-terminal ( Figure 1C (2) and the E test Application Sheet. The organism was susceptible to 2 metronidazole, cefoxitin, imipenem, amoxicillin/clavulanic acid, and piperacillin/tazobactam, 3 with a minimal inhibitory concentration (MIC) of 0.064µg/ml, 8µg/ml, 1µg/ml, 0.5µg/ml and 4 6µg/ml respectively, and was intermediately resistant to clindamycin with an MIC of 4µg/ml. 5 6 A loopful of purified isolate was put into 1 ml of distilled water and heated at 95°C for 10 min, 7 the suspension was centrifuged, and 1 µl of supernatant was used for PCR amplification. The first 8 500 base pairs of the 16S rRNA gene was amplified by using a primer set (5FPL and 523RPL) 9 spanning the regions of the 16S rRNA gene corresponding to the 5-523 nucleotide positions of E. 10 coli. The PCR amplification products were bi-directionally sequenced with the same two primers, 11 as previously described (6, 7). Neighbor-joining phylogenetic analysis was performed by online 12 analysis at the NCBI Entrez Nucleotide database site (http://www.ncbi.nlm.nih.gov/sites/entrez) 13 Gotrborg, Sweden (3, 4) . In this 1 study, we are reporting the isolation of R. peoriensis from a blood culture in a patient with 2 pancreatic cancer. R. peoriensis was the sole organism recovered from this patient during his 3 hospitalization period. The patient responded to intravenous metronidazole therapy, which was 4 consistent with the susceptibility pattern of the R. peoriensis isolate identified in this study. Since 5 the isolate was recovered from the anaerobic bottle of a single two-bottle set, the causal 6 relationship between the isolate and the bacteremia merits further investifation. (Table 1) , and should be included into API and other commercial systems to enhance 13 identification accuracy. A genotypic identification method based on 16S rRNA gene sequencing 14 provides rapid and accurate identification. This isolate is susceptible to metronidazole by both 15 the E test result and theraputic response. The E-test seemed to provide reliable antimicrobial 16 susceptibility testing results for this isolate. 17
18
To our knowledge, our isolate is the first one recovered from a human with bacteremia. R. 19 peoriensis usually colonizes in pig feces and produces a variety of odorous chemicals, which 20 cause contamination of local water supplies and thus result in health problems for both animals 21 and humans (3, 4). In this case our patient worked in an attorney's office in Beijing without an 22 obvious history of exposure to pigs or pig manure. However, chemotherapy for 10 months 23 on July 8, 2017 by guest
